
Updating and maintaining IGB Quickload sites
IGB has been designed from the beginning to facilitate sharing data sets. However, tracking down the data, formatting it properly, and making it available 
for visualization in IGB requires some specialized knowledge not only of bioinformatics but also of how to organize and set up a QuickLoad site.

This page and its child pages describe how to do this using case studies from plant genomics and other communities.
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