App Manager

General Function Checklist

Open the App Repositories tab in Preferences.

® The App Repositories table matches the image below (both servers should be enabled).

4 Other Options Toolbar Data Sources Tracks Track Defaults

Cache
Plugin Repositories
- Name URL Enabled
- App Store https://apps.bioviz.org/obr/releases/

Add... Edit... Remove Done
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Linux

1. Click the Add... button.
a. Name: MergeAnnot
b. URL: https://bitbucket.org/lorainelab/merge-annotation-operator/downloads/ (This URL contains an App jar file and OBR index file which

makes this a valid App repository)
2. Click Submit.

The MergeAnnot app repository has been added to the App Repositories table with the Name and URL displayed exactly as you entered them.


https://bitbucket.org/lorainelab/merge-annotation-operator/downloads/

[ BON ] Preferences

< Other Options Toolbar ~ App Repositories  Cache

Data Sources Tracks Track Defaults

rPlugin Repositories
Name URL | Enabled
k4 App Store https://apps.bioviz.org/obr/releases/
i BioViz https://bioviz.org/igbserver |
s MergeAnnot [ https://bitbucket.org/lorainelab/merge-annotation-operator/d...
? Pending Apps [ https://apps.bioviz.org/obr/pending_releases |
Edit... Remove Done
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Close Preferences. Select the Plug-ins tab at the bottom of IGB.

®* Thereis a Launch App Manager button.
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Click Launch App Manager.

® The IGB App Manager opens and contains apps similar to those shown below.
®* Note: Before selecting any of the plugins at the left, the area at the right is blank. The letter/color for any plugins that are present in both
the default set and the test repository will change. By default it is a B for BioViz. If you nhame the test repository "Test" then they all
change to a "T". (UPDATE IMAGE)

[ JoN ] IGB App Manager

| All Apps - | Update All | Manage Repositories... |

F D Bl &l 23andMe SNP Converter

Command Socket Version: 9.0.1
Repository. test

~

Q,
Merge Annotation Track Operator The 23andMe SNP Converter re-formats 23andMe personal genolype results files to a BED-

format files you can open and visualize in IGB.

Geometric Mean Graph Operator
Installing the Converter adds a new menu item to the IGB Tools menu.

ProtAnnot To run the converter:

1. Un the 158 Tools manu, select 23andMe SNP Converter to open the convarter window.

2. In the converter window, select a 23andMe data file.

3. Choose a folder where you'd like to save the converted file and type a file name.

4. Optional - Sclect convert to latest human genome build i# you would like to view your data
alongside the latest reference human genome and annotations.

About genome builds

Older data files from 23andMe reference the 2008 versicn of the reference human genome, also
called "builld 37" and hg37. In 2013, & newer version was released caled "build 38" or hg38. If
your data file references ng37, select Use reference to upgrade to convert your data to Ng38. Note
this will add extra time to the conversion process.
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Select Manage Repositories...

® The App Repositories tab in Preferences opens.



| £ Preferences - ] X
Preferences Help

Annotation Label Font Other Options Toolbar Data Sources Tracks Track Defaults App Repositories Cache
Pbg'an:positodes

Name URL Enabled
- BioViz http://bioviz.orgfigbserver
- BioViz development http: f/eos.transvar.orgfigb_plugins . D
2 | Release Candidate Plugin Repo http: //eos. transvar.org/igh_release_candidate_plugins/ &
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. Select the checked checkbox in the Enabled column to disable the MergeAnnot app repository.
. Ensure the BioViz app repository is enabled, and then click Done.
. Select the Plug-ins tab at the bottom of IGB and launch the IGB App Manager again.

WN P

®* The available BioViz apps are listed and the color of the "Merge Annotation Track Operator" app's icon changes to indicate that the MergeAnnot
app repository isn't being used (UPDATE IMAGE):

| £ IGB App Manager - o X

All Apps - Manage Repositories...

Geometric Mean

Parent Operators

Find Annotations

Command Socket

Combine Annotation Operator
Overlap Annotation Operator
sampleSelection
searchModeSymetiyFilter

talleyHandler

CCCEE0EEE
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Install the Geometric Mean app by selecting it from the list and clicking Install.

® The Install button toggled to read Uninstall and there is a green dot next to the Geometric Mean app to indicate an installed status.

& IGB App Manager = ] x
Q All Apps - t Manage Repositories...
I ® Geometric Mean
E Parent Operators Version: 9.0.0
Repository: BioViz development
E Find Annatations com.affymetrix geometric-mean

E Command Socket

E Combine Annotation Operator
E Overlap Annotation Operator
E sampleSelection

E searchModeSymetiyFilter
E talleyHandler
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1. Close the IGB App Manager.
2. View the Log by selecting Help > Show Log.

® Alogging statement confirms that the Geometric Mean app was installed correctly.

| IGB Console = O X

10:14:23.976 INFO org.amdatu.remote AbstractComponent - Importable endpoint removed: {component.id=164, co
10:14:25.303 INFO org.amdatu.remote AbstractComponent - Adding remote endpoint {componentid=164, compor
10:14:25.304 INFO org.amdatu.remote.AbstractComponent - Importable endpoint added: {component.id=164, com
10:19:45.469 INFO c.a.genometry.util. ServerUtils - STOPWATCH METRICS for createSymlLoader 1.151 s
10:19:45.889 INFO c.a.igb.view.load.GeneralLoadUtils - Loaded TAIR10 mRNAin 416.9 ms

10:20:06.850 INFO o.Ligb.plugin.manager.JSLogger -

10:20:07.772 INFO o.li.p.manager.BundleActionManager - Installed app: com.affymetrix geometric-mean,9.0.0

]

10:20:07.784 INFO com.affymetrix.igh.IGB - bundle com.aﬂ‘ymetﬂx.heometic—rnean;a.o.o installed E
i i 1 ] |
Copy To Clipboard Close
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1. Launch the IGB App Manager again.
2. Uninstall the Geometric Mean app by clicking the Uninstall button.

® The Uninstall button now reads Install and the green dot next to the Geometric Mean app is now gone.

|4 IGB App Manager

Q

E Geometnc Mean
E Parent Operators
E Find Annotations
E Commiand Socket

E sampleSelection
E talleyHandler

m]

X

All Apps - t Manage Repositones...

Geometric Mean m

Version: 9.0.0
Repaository: BioViz development

com.affymetrix geometric-mean

E Combine Annotation Operator
E Overlap Annotation Operator

E searchModeSymetiyFilter
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Close the IGB App Manager and open the Log.

® Alogging statement confirms that the Geometric Mean app was uninstalled correctly.

[£] IGB Console

10:14:25.303 INFO
10:14:25.304 INFO
10:19:45.469 INFO
10:19:45.889 INFO
10:20:06.850 INFO
10:20:07.772 INFO
10:20:07.784 INFO
10:22:07.408 INFO

org.amdatu.remote AbstractComponent - Adding remote endpoint: {component.id=164, compone

org.amdatu.remote AbstractComponent - Importable endpoint added: {componentid=164, comp

c.a.genometry.util. ServerUtils - STOPWATCH METRICS for createSymLoader 1.151 s
c.a.igb.view.load.GeneralLoadUtils - Loaded TAIR10 mRNA in 416.9 ms
o.ligb.plugin.manager.JSLogger -

o.li.p.manager.BundleActionManager - Installed app: com.affymetrix geometric-mean, 9.0.0

com.affymetrix.igb.IGB - bundle com.affymetrix geometric-mean;9.0.0 installed

o.Li.p.manager.BundleActionManager - Llninstallad app: com.affymetrix. geometric-mean,9.0.0
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Launch the IGB App Manager again and install the ProtAnnot app.

® The Install button toggled to read Uninstall and there is a green dot next to the ProtAnnot app in the list to indicate an installed status.

All Apps - Update Al Manage Repositories...

23andMe SNP Converter PrOJ[AnnD-t

Command Socket

Merge Annotation Track Operator PratAnnat is a protein annotation viewer implemented in Java that displays protein annotations in the

context of the genomic sequence, making it easy
Geometric Mean Graph Operator to see how alternative mRNA structures affect the various protein products encoded at a locus.

® PratAnnat is developed in the Loraine Lab, part of the Bioinformatics and Genomics Department at
University of North Carclina at Charloite.

ProtAnnot
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Starting ProtAnnot

Once installed, you can open ProtAnnet in IGB by selecting cne or maore gene models on the same
strand of DNA and selecting Tools > Start ProtAnnot
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Close the IGB App Manager and click Tools.

® Anew Start ProtAnnot option appears in the Tools menu.
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View | Tools Tabs Bookmarks Help
|#] Start Auto Scroll
8] stop Auto Scroll
Start ProtAnnot
@ Open App Manager
A Configure Auto Scroll...

Scripts »

Integrated Genome Browser 9.1.0

Welcome to

Thresholding ted Genome Browser

® Configure Web Links
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. Click Tools.

bundle org.lorainelab.igb.protannot;9.0.0 installed

Launch the IGB App Manager again.
. Uninstall the ProtAnnot app.
. Close the IGB App Manager.
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Operations
Single-Track:

Multi-Track:

® The Start ProtAnnot option has disappeared from the Tools menu.
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To get started, choose a genome version using the Current Genome tab.
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Launch App Manager

bundle org.lorainelab.igb.protannot;9.0.0 installed
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Click Open App Manager in the Tools menu.

®* The IGB App Manager opened.
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Select the Command Socket app from the list.

® The Command Socket app contains content in the App Manager that provides additional details about the app (this ensures that the IGB App
Manager is using the README files appropriately).

| IGB App Manager = o w0
Q All Apps o 3 Manage Repaositories...
E - Command Socket es
E Parent Operators Version: 9.0.0
Repository: BioViz development
E Fa— The IGB Command Socket App opens up a sockel on port 7084 for receiving scripting

commands. This feature can be useful for orchestrating IGB scripting commands for bash
scripts or for interfacing with languages like R

E Eivting Aokl Caestas Example Bash Script for looping through a list of genomic coordinates and exporting an image
from the Integrated Genome Browser using the "Command Socket' plugin

E Overlap Annotation Operator 2! fbir

# This script requires the 'Command Socket® plugin be enabled from the 'Plugins
Emmkaelemon * tab
locationsOfInterest=("chrl:2,246,108-2,271,426" "chr2:9,488,819-9,531,295" ‘chr
EuarchModtSymtuyFilter 18, 907, 938:-6, 434,574
function igbCommand(){
talleyHandler echo "$1" | ncat 127.0.8.1 7084
}

igbCommand ‘genome A thaliana_Jun_2ee9"
sleep 0.5

for i in "${locationsOfInterest[@]}"

do
ighbCommand 'goto "$i'"
igbCommand ‘snapshotmainView /tmp/igbImage-‘$i'.png"
sleep 2

done
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1. Install the Command Socket app.
2. Click Manage Repositories... and remove checks from the checkboxes for all of the app repositories.

®* The Command Socket app is still installed (indicated with a green dot next to the app) and the letter next to the app's name has changed to an
"L" (indicating that the app is now installed locally, not from a repository).
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f_.'j_ All Apps - Manage Repositornes...

Command Socket &
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®* The IGB App Manager only lists installed apps.
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Click Manage Repositories... and remove all of the app repositories from the App Repositories table by selecting the repository and clicking Remove.
Click Done.

® The IGB App Manager still only displays the Command Socket app.
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Finally, uninstall the Command Socket app by selecting it and clicking Uninstall.

® The IGB App Manager appears empty.

Q, All Apps -

Manage Repositories...
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